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pNFkB-GLuc-Dura (RE&EEEFRR)

P P 4 0%
D2204-1pg pNF«B-GLuc-Dura (5 1 5% K 5 4ir) lpg
D2204-100pg pNF«B-GLuc-Dura (4 2 K i i) 100pg
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» pNFxB-GLuc-Dura (i 5 £:F k)2 = K BT RN E T WA, &gt JEATPAK i Gaussia-Dura Luciferase
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PR, G E AR R 984 R (mutant, Mut)f¥)Gaussia-Dura Luciferase? )t & B4R 15 3 B %} R firefly luciferaseiff 47 1 %
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Feature Nucleotide Position
NF«B response element (kB) 26-65
GLuc (MT) reporter gene 111-668
SV40 late poly (A) signal 703-924
SV40 early enhancer/promoter 972-1390
Synthetic neomycin phosphotransferase (Neo') coding region 1415-2209
Synthetic poly (A) signal 2234-2282
Reporter Vector primer 4 (RVprimer4) binding region 2349-2368
ColE1-derived plasmid replication origin 2606
Synthetic Beta-lactamase (Amp') coding region 3397-4257
Synthetic poly (A) signal/transcriptional pause site 4362-4515
Reporter Vector primer 3 (RVprimer3) binding region 4464-4483

pNF«B-GLuc-Dura/ii Ki(4515bp) ) i 40 T -

Bgl 1 67

Spe 14300 Hind 111 77

Synthetic poly (A)
and transcriptional
pause site GLuc-Dura
Ampcillin
SV40 Late poly (A)

pNFkB-GLuc-Dura
4515 bp

BamH 1936

Not 13369
SV40 early promoter

Stul 1369

Synthetic poly (A)



» pNF«xB-GLuc-DurafJ 41 B RE 4 T

BglI KpnI Nhel NFkB response elememt
1 GGCCTAACTG GCCGGTACCG CTAGCGGGAA TTTCCGGGAA TTTCCGGGAA
CCGGATTGAC CGGCCATGGC GATCGCCCTT AAAGGCCCTT AAAGGCCCTT
BglII HindIII
51 TTTCCGGGAA TTTCCAGATC TGCAGAAGCT TGGCAATCCG GTACTGTITGG
AAAGGCCCTT AAAGGTCTAG ACGTCTTCGA ACCGTTAGGC CATGACAACC
GLuc (MT) reporter
101 TAAAGCCACC ATGGGAGTCA AAGTTCTGTT TGCCCTGATC TGCATCGCTG
ATTTCGGTGG TACCCTCAGT TTCAAGACAA ACGGGACTAG ACGTAGCGAC
151 TGGCCGAGGC CAAGCCCACC GAGAACAACG AAGACTTCAA CATCGTGGCC
ACCGGCTCCG GTTCGGGTGG CTCTTGTTGC TTCTGAAGTT GTAGCACCGG
201 GTGGCCAGCA ACTTCGCGAC CACGGATCTC GATGCTGACC GCGGGAAGTT
CACCGGTCGT TGAAGCGCTG GTGCCTAGAG CTACGACTGG CGCCCTTCAA
251 GCCCGGCAAG AAGCTGCCGC TGGAGGTGCT CAAAGAGTTG GAAGCCAATG
CGGGCCGTTC TTCGACGGCG ACCTCCACGA GTTTCTCAAC CTTCGGTTAC
301 CCCGGAAAGC TGGCTGCACC AGGGGCTGTC TGATCTGCCT GTCCCACATC
GGGCCTTTCG ACCGACGTGG TCCCCGACAG ACTAGACGGA CAGGGTGTAG
351 AAGTGCACGC CCAAGATGAA GAAGTTCATC CCAGGACGCT GCCACACCTA
TTCACGTGCG GGTTCTACTT CTTCAAGTAG GGTCCTGCGA CGGTGTGGAT
401 CGAAGGCGAC AAAGAGTCCG CACAGGGCGG CATAGGCGAG GCGATCGTCG
GCTTCCGCTG TTTCTCAGGC GTGTCCCGCC GTATCCGCTC CGCTAGCAGC
451 ACATTCCTGA GATTCCTGGG TTCAAGGACT TGGAGCCCTT GGAGCAGTTC
TGTAAGGACT CTAAGGACCC AAGTTCCTGA ACCTCGGGAA CCTCGTCAAG
501 ATCGCACAGG TCGATCTGTG TGTGGACTGC ACAACTGGCT GCCTCAAAGG
TAGCGTGTCC AGCTAGACAC ACACCTGACG TGTTGACCGA CGGAGTTTCC
551 GCTTGCCAAC GTGCAGTGTT CTGACCTGCT CAAGAAGTGG CTGCCGCAAC
CGAACGGTTG CACGTCACAA GACTGGACGA GTTCTTCACC GACGGCGTTG
601 GCTGTGCGAC CTTTGCCAGC AAGATCCAGG GCCAGGTGGA CAAGATCAAG
CGACACGCTG GAAACGGTCG TTCTAGGTCC CGGTCCACCT GTTCTAGTTC
651 GGGGCCGGTG GTGACTAATA ATTCTAGAGT
CCCCGGCCAC CACTGATTAT TAAGATCTCA
> pNFxB-GLuc-Dura™ %7 K EFUI1 /5 (Restriction enzymes that do not cut pNFxB-GLuc-Dura) 45
AatII AclrT Af1IT AscI Asel AsiSI Aval
BmgBI BsaAl Bsal BsiWI BsoBI BspEI BsrGI
BssHIT CspCI DraIII Eco53kI EcoRI EcoRV MluI
NdeI PacI PaeR7I Pf1FI PfIMI Pmel PmlI
PspXI RsrII SacI SbfI Smal SnaBI Srfl
Swal TspMI Tthl1l1lI XcmI Xhol Xmal Zral
» pNF«kB-GLuc-Dura [ 5. Y117 i (Restriction enzymes that cut pNFkB-GLuc-Dura)fil 3 :
Acc65I G GTAC, C 14 Bstzl7I GTA|TAC 3980
Af1TIIT A CRYG, T 2548 Bsu361I CC TNA, GG 3826
Agel A CCGG, T 2219 EcoNI CCTNN "N, NNAGG 1889
AleI CACNN | NNGTG 3390 Esp3I CGTCTCN "NNNN, 4312
Apal G,GGCC"C 1485 Fspl TGC|GCA 973
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Bael
BamHTI
BbvCI
BcivI
BcoDI
BglI
BglII
BmtI
BpmI
BsaXI
BsmAT
BsmBI
BspHI
BssSI
BstBI
BstEIT
BstXI

, (N) 5" (N) 1 (ACNNNNGTAYC (N) 5, (N)s° 1615
G GATC,C 935
CC TCA, GC 2100
GTATCC (N) 5, N° 2750
GTCTCN NNNN, 4312
GCCN, NNN " NGGC 9
A GATC, T 67
G,CTAG C 20
CTGGAG (N) 14, NN 289
,NNN" (N) 4AC (N) sCTCC (N) ,, NNN° 103
GTCTCN NNNN, 4312
CGTCTCN NNNN, 4312
T CATG, A 3268
C ACGA, G 2721
TT CG, AA 2284
G GTNAC, C 339
CCAN, NNNN NTGG 3388

» pNF«kB-GLuc-Dura/JiR m] {8 FH 105 51 205 51 1 F

RVprimer3 (4464-4483): CTA GCA AAA TAG GCT GTC CC
» pNF«B-GLuc-Duraf] 4 41{5 S 275 25 = Rl iz BORLE A5 &

HindIII
Hpal
KpnI
Mfel
Nhel
NotI
Nrul
PciTI
Psil
PspOM
Pvull
Sfil
SgrATl
Spel
Stul
XmnI

A AGCT, T
GTT | AAC
G,GTAC'C

C AATT, G

G CTAG,C

GC GGCC, GC
TCG|CGA

A CATG, T
TTA | TAA

G GGCC, C
CAG|CTG
GGCCN, NNN " NGGCC
CR"CCGG, YG
A CTAG, T
AGG|CCT
GAANN | NNTTC
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D2204-100pg pPNFxB-GLuc-Dura (#} 7 F& [X Jii bir ) 100ug
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4. TNF-o. IL-1BFALPSEE 2 WL a] LABENFRBHJAF, 0T LA EpNFxB-GLuc-Dura#f 2 %2 B I B () BH 14 X i

X~
PG 7= R TR s
D2098-1pg pGLuc (75 5 DR B k) lpg
D2098-100pg pGLuc (4 5 & LT k) 100pg
D2100-1pg pGLuc-Dura (3§ £ 5 FH 7 Al lng
D2100-100pg pGLuc-Dura (3} 11 3% K i ki) 100ug
D2102-1pg pGL6 (4 2 5 i i) lug
D2102-100pg pGL6 (Fi 55 2k [Fl 5 kL) 100pg
D2103-1pg pGLuc-TA (375 JE 5 JF fir) lpg
D2103-100pg pGLuc-TA (325 3 K i Fir) 100pg
D2104-1pg pGLuc-Dura-TA (35 5 K5 k) lng
D2104-100pug pGLuc-Dura-TA (4§75 3K 5 ) 100ug
D2105-1pg pGL6-TA (75 5 [ 5 ki) lug
D2105-100pg pGLG6-TA (45 SR i k) 100pg
D2106-1pg pGL6-miR (3} 55 5 PR k) g
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D2106-100pg pGL6-miR (4 155 ki) iR
D2107-1pg pGLuc-Dura-miR (3t 5 5[5 5 ki) lug
D2107-100ug pGLuc-Dura-miR (315 3 k) 100pg
D2108-Ipg pAP1-luc (Ji 75 3£ D) lug
D2108-100ug pAPI-luc (H 5 35 PR D) 100pg
D2109-Ipg PAP1-TA-luc (4 7 T Kr) lng
D2109-100pg pAP1-TA-luc (i 1 3 [R5 k) 100ug
D2112-1pg PARE-luc (4 £ 3 K B k) lpg
D2112-100ug PARE-luc (445 3 K B kD) 100pg
D2114-1pg PARE-GLuc-Dura ($ 75 2 5 [ fir) lug
D2114-100ug PARE-GLuc-Dura (45 3 [ i ki) 100pg
D2152-1pg pPGRE-luc (3% £ 3 k) lng
D2152-100ug pGRE-luc (F i & K 5 #ir) 104
D2179-1pg PISRE-TA-luc (3 5 & PRl i B g
D2179-100pg PISRE-TA-luc (5 3 KT k) 100ug
D2181-1pg PISRE-TA-GLuc-Dura (375 3 A k) lug
D2181-100pg pISRE-TA-GLuc-Dura (£ 3£ ki) (03
D2198-Ipg pMyc-TA-luc (375 2 [ D) lug
D2198-100ug pMyc-TA-luc (4§ 15 5 K7 ki) iR
D2206-1ug PNFxB-luc (K 5 3 4 k) lng
D2206-100pg pNFxB-luc (i 75 3£ 8 F k) 100ug
D2207-1pg pNFKB-TA-luc (15 F£ 7 k) lng
D2207-100pg pNFB-TA-luc (35 5 JF ki) 100ug
D2209-1pg pNFkB-TA-GLuc-Dura (3} 5 2K i ki) lpg
D2209-100pg pNFkB-TA-GLuc-Dura (fi% 15 2 [K Jif ki) 100pg
D2223-1pg pp53-TA-luc (#§ 75 F A Ji A lug
D2223-100pg pp53-TA-luc (4 5 2 A7 k) LU
D2225-1pg pp53-TA-GLuc-Dura ($} 1 £ 5 5 kD) lng
D2225-100pg pp33-TA-GLuc-Dura (7 3 K50k RO
D2248-Ipg pRb-TA-luc (375 2 [ i ki) lug
D2248-100pg pRb-TA-luc (% 5 5 [ i k) 100ug
D2259-1pg pSTAT3-TA-luc (# & £ A 5 k) lpg
D2259-100pg pSTAT3-TA-luc (3% 15 & K i A (Ul
D2261-1pg pSTAT3-TA-GLuc-Dura (75 3% [ i i) lug
D2261-100pg pSTAT3-TA-GLuc-Dura (3% 15 5 K 5 4i) RO
D2306-1pg pAAT-promoter-luc (375 3 A T kD) lng
D2306-100pg pAAT-promoter-luc (4 2 3 i A) 104
D2286-1pg pIL-6-promoter-luc (§i 15 3 K i ki) lpg
D2286-100pg pIL-6-promoter-luc (3 & Ji& K i ki) 100pg
D2480-1pug pTNF-o-promoter-luc (i 75 2K kL) lpg
D2480-100pg pTNF-a-promoter-luc (4} 7 Ji& K 5T kL) 100pg
D2481-1ug pTNF-o-promoter-TA-luc (i 75 #£ K] i $1) lug
D2481-100pg pTNF-a-promoter-TA-luc ($ % % [K i bir) 100pg
D2762-1pg PRL-SV40-N (55 3 K k) lne
D2762-100g PRL-SV40-N (1% 3 Kl 7 i) 100ug
D2764-1pg pGLuc-Dura-SV40-N (345 & kD) lng
D2764-100pg pGLuc-Dura-SV40-N (3 15 5 [ i) RO
D2768-1pg pRL-SV40-C (i i ZE 5] i fi) lpg
D2768-100ug PRL-SV40-C (5 5 [K i i) 100ug

D2204 pNFkB-GLuc-Dura (3R 75 % E Fh)
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D2770-1pg pGLuc-Dura-SV40-C (F 4 5 K i fir) g

D2770-100pg pGLuc-Dura-SV40-C (3 4 5 K i fir) 100ug
RGO005 i K A O FR B S B R R & 100K
RG006 e K U B A 2 DR e A & 10007%
RGO16 T i R A A DA A ) 1007
RGO17 U B ' A o i DR A ) 10004
RG027 U 't 2 A o 2 RS k) 1007
RG028 B ' Z A o 2 RS ) 10007%
RG0036 B-F- FLBE T M ik 15 B R A A & 200K
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